EXER
¥ 4 X[ &
R HE
¥ hlF L MR/ EE
Br A L1 13665117395
‘ @D s dengyu@jiangnan. edu. cn

AT

KHNELBTE, REIE, 6RAEWE, TV MAEMNTR, TEAE (HAREYFE) RE
R I, AFRERRTAFARBX23E, Rit®mE Fi488.6, 514135k, #FiEXHA
FFNTT, BNKALF2H, HPERLALTHIT,; FHFAFEREARFELE LWE.
XEARFELFTFTE., IALEARFELFFIE. LAE “NAHR” —CIFHE., T
ARBHZTE . LAE “WEAL” BREFTFEANETHEZHAATEL0T; HRFERRF
2018F L AFAMEFLNW R IT B TAK. AHILHAE “RNAALTEHE” | TEHTHLE
WAEAA, HimFL2ERKEM LS, SEE, Frontiers in Bioengineering and
BiotechnologyZ& X% %,

FITELR (BABHEE)

2001.9-2005.6 LB A¥, £ TELN, THRFI;

2005.9-2007.6 LH A¥, M TEFIR, A TEL Y, THFHL, TIF: KE, K,
2007.8-2011.5 # [E] # & J& T Bk #1 A % (Virginia Commonwealth University), 1% 5 4 & &% T8
4 ¥ (Chemical and Life Science Engineering), T 218+

B )fi. Dr. Stephen S. Fong, #(1%;

2011.5- 2013.6 1#4 /7 # % i (Postdoctoral Research Associate), Thayer T = % (Thayer School of
Engineering), 3 [ A% 3 #7 % [ (Dartmouth College) .

2013.8-2014.12 Bf¥E # 1% (Assistant Professor) , 4£#75 K T % (Department of Biological and
Agricultural Engineering), 3 [E # 7= #7 | ;7 A 2 (Kansas State University);

2015.1- 9 THAFREABIZS5BAEBRIEEIRE, K@t TRE AT A

FEREMMR:

—. WX GBF) AKRIER

1.Mei Zhao, Guohui Li, Yu Deng*, Engineering Escherichia coli for glutarate production as the C5
platform backbone, Applied and Environmental Microbiology, 2018, 84:e00814-18. (IF 3.633).

2.Na Chen, Jingya Wang, Yunying Zhao and Yu Deng*. Metabolic engineering of Saccharomyces
cerevisiae for efficient production of glucaric acid at high titer, Microbial Cell factories, 2018, 17:67 (IF
=3.831)

3.Mei Zhao, Dixuan Huang, Xiaojuan Zhang, Mattheos A.G. Koffas, Jingwen Zhou and Yu Deng*.
Metabolic engineering of Escherichia coli for producing adipic acid through the reverse adipate-
degradation pathway, Metabolic Engineering, 2018, 47:254-262. (IF =7.674)

4.Yu Deng*, Ning Ma, Kangjia Zhu, Xuetuan Wei*, Yunying Zhao, Balancing the carbon flux
distributions between the TCA cycle and glyoxylate shunt to produce glycolate at high yield and titer in
Escherichia coli, Metabolic Engineering, 2018, 46: 28-34. (IF =7.674)

5.Zongsheng Zou, Yunying Zhao, Tingzhou Zhang, Jiaxing Xu, Aiyong He, and Yu Deng*. Efficient
Isolation and Characterization of a Cellulase Hyperproducing Mutant Strain of Trichoderma reesei,
Journal of Microbiology and Biotechnology, 2018 9; 28(9): 1473~1481. (IF =1.65)

6.Yu Deng*, Xi Zhang, Xiaojuan Zhang, Recent advances in genetic modification systems for
Actinobacteria, Applied Microbiology and Biotechnology, 2017, 101(6):2217-2226(1F=3.340).

7.Yu Deng*, Jia Lin, Yin Mao & Xiaojuan Zhang, Systematic analysis of an evolved Thermobifida
fusca muC producing malic acid on organic and inorganic nitrogen sources, Scientific Reports, 2016, 6
(IF=4.122).

8.Yu Deng, Mingxue Sun , Sha Xu and Jingwen Zhou, Enhanced (S)-linalool production by fusion
expression of farnesyl diphosphate synthase and linalool synthase in Saccharomyces cerevisiae, Journal
of Applied Microbiology, 2016, 121, 187-195 (IF=2.160).



mailto:dengyu@jiangnan.edu.cn

9.Yu Deng*, Yin Mao and Xiaojuan Zhang, Metabolic Engineering of a laboratory-evolved
Thermobifida fusca muC strain for malic acid production on cellulose and minimal treated
lignocellulosic biomass. Biotechnology Progress, 2016, 32:14-20. (IF=1.947)

10.Yu Deng*, Yin Mao and Xiaojuan Zhang, Driving carbon flux through exogenous butyryl-CoA:
Acetate CoA-transferase to produce butyric acid at high titer in Thermobifida fusca. Journal of
Biotechnology, 2015, 216:151-157. (IF=2.533)

11.Yu Deng*, Li Zhou Ma and Yin Mao, Biological production of adipic acid from renewable substrates:
current and future methods. Biochemical Engineering Journal, 2016, 105:16-26. (IF=3.226)

12.Yu Deng*, Yin Mao and Xiaojuan Zhang, Metabolic Engineering of E. coli for Efficient Production
of Glycolic Acid from Glucose, Biochemical Engineering Journal, 2015, 103: 256-262. (IF=3.226)
13.Yu Deng*, Adam Fisher and Stephen Fong, Systematic analysis of intracellular mechanisms of
propanol production in the engineered Thermobifida fusca B6 strain. Applied Microbiology and
Biotechnology, 2015, 99: 8089-8100. (IF=3.340)

14.Yu Deng* and Yin Mao, Production of adipic acid by the native-occurring pathway in Thermobifida
fusca B6, Journal of Applied Microbiology, 2015, 119:1057-1063. (IF =2.160)

15.Yu Deng* and Xiaojuan Zhang, DtxR, an iron-dependent transcriptional repressor that regulates the
expression of siderophore gene clusters in Thermobifida fusca, FEMS Microbiology Letters, 2015, 362:
1-6. (IF=1.735)

16.Yu Deng, Daniel G. Olson, Jilai Zhou, Christopher D. Herring, Arthur J. Shaw, Lee R. Lynd.
Redirecting carbon flux through exogenous pyruvate kinase to achieve high ethanol yields in Clostridium
thermocellum. Metabolic Engineering, 2013,15:151-158. (IF=7.674)

17.Yu Deng, Stephen S. Fong. Laboratory evolution and multi-platform genome re-sequencing of the
cellulolytic actinobacterium Thermobifida fusca. Journal of Biological Chemistry, 2011, 286: 39958-
39966. (IF=4.010)

18.Yu Deng, Stephen S. Fong. Metabolic engineering of Thermobifida fusca for direct aerobic
bioconversion of untreated lignocellulosic biomass to 1-propanol. Metabolic Engineering, 2011,13: 570-
577. (IF=7.674)

19.Yu Deng and Stephen Fong, Development and application of a PCR-targeted gene disruption method
for studying CelR function in Thermobifida fusca. Applied and Environmental Microbiology, 2010, 76:
2098-2106. (IF= 3.633)

20.Yu Deng and Stephen Fong, Influence of culture aeration on the cellulase activity of Thermobifida
fusca. Applied microbiology and biotechnology, 85, 965-974. (IF=3.334)

21.Kyle Merklein, Stephen Fong and Yu Deng*. Production of butyric acid by cellulolytic
actinobacterium Thermobifida fusca on cellulose, Biochemical Engineering Journal, 2014, 90: 239-244
(2012 IF=3.226)

22.Niti Vanee, James P. Brooks, Seth B. Roberts, Yu Deng, Stephen S. Fong. In silico characterization of
metabolic capabilities of cellulolytic bacterium Thermobifida fusca,Biochemical Engineering Journal,
2014, 8:86. (IF=3.226)

23.Jilai Zhou, Daniel Olson, Aaron Argyros, Yu Deng, Walter van Gulik, Johannes van Dijken, and Lee
Lynd. Atypical glycolysis in Clostridium thermocellum, Applied and Environmental Microbiology,
2013, 79: 3000-3008. (IF=3.633)

—. TAER

1. Yu Deng, Daniel Olson, Johannes Pieter van Dijken, Arthur Joseph Shaw IV, Aaron Argyros, Trisha
Barrett, Nicky Caiazza, Christopher D. Herring, Stephen Rogers, Frank Agbogbo. Engineering
microorganisms to increase ethanol production by metabolic redirection, WO 2013089890 A2, Jun 20,
2013.

2, M@, KERE, BR. MO R EN 6 KT E. TAF 2120151 0369975.6

3. A&, TKERHE, R, xR, —MEHEERRWELBES LT RN T %, FFET
201610374195.5, L& ;

4, WM&, KRB, Z7. ~MHLEEARBRREAMTE T LCEBRmRN T E, FET
201610480579.5, L& ;

5. &, KB, SFEK, AY. HLEEARBRREAMTE T LEBRmXN T %, FET
201610399010.6, 52 & ;




6. &, B, R, KB, EXE. HRFANFEFL_BRTEN T E. FiEF
201710117371.1 &,

7. XBE, FHEE, KKRE, BR. HREBRBSAKFLENERAENA., 155
201710139452, 1 &,

8. &, FRHF, kueiE, TH., MHBEELER ARG LABAESAIE BN E., FiF 5
201710280402. 5 52 & ;

9. g, B, KB, #H=, TR, HR_BEN2EDNERNTE. FiFT
201710512583, X 52 & ;

10, "F&, FHEiE, KEHE, RHiT¥E, BR. HORERELERBEKFHEA. FiEF
201710565200. 5 52 & ;

11, AB&, B, B4R, RiZE, FEE, BEK. FAXEBERFRRO BN T E. FiE5
201710622975, 152 & ;

12, "N &, %%, TkeRdE, RiZE, EHR, —M-BE2-XEBHEHBALER TR, #iF5
201710623724, 552 & ;

13, P&, 45, RiZx, B, HEWITEREELBAN TR, 155
201710749942, 352 & ;

14, &, B, BEE, R, AF, BE, #fE. MHF_BAAUTEEAEREN
J. HiE5201711138990.5 52 &,

15, &, FR#F, TKestE, RiZ%x, R, HAREFBEBRST IEEHRABETHEE RN
¥, HiE5201810091278. 25 & ;

16. &, T, KistE, Rk, EH. HRFANHEFLERTEN T &, FiES
201810105170. 4 52 &,

17, &, EEE, B4R, TEE, REE, —HELSFRIBRNABINNGEE T E. FiF5
201811131627. 5% 3%,

=, AEHFAFIE FIL

LERE#AMFE ST LTE, FTEAUAERRAREI AR ECER, WEHRS
21877053, 20194 1A -2022412F , £ %677 7, TH *+;

QEFXERMFEL-FETH, LERARREBEINEAMITE PHESRMBERL, FTHES
31500070, 20164F1F -20184F12F, £ #23.76 5 1., W H *#;

320154 L A 4FFE X W H, 507 ;t, T H *F#F;

42016 F L AE“MA A A 'K A HT, 327 70, TEH FF;

5.20174F VL A4 “ WAt X -6 FTE B\, 3007 T, FH E#.

6ILAE HARFEAL-FENE, RUKEAMHETRRELERN S FH

EH R, T HY%5BK20150136, 201547 A -201846 A, £ %: 204 t, W H *#;
TIMAFEEMNA-EETE, RBKEAMTESRHAEFTEE 8], 20174 1F-20194F12
H, 1007 7t, BH £#.

BIMAFHFEHM-FFETEH, EHHATAMTHARRERETUMRELERNHAR, TERT
20150615, 201547 A-2017412H, THZ % 8/ 71, B H £ #;

9.2016F L AZ“NAAL HIE”, 8770, WHEF,

10.LAH £ et G R E B L5 = A R AL, BEETKAL801, 87 7T, T H *#;

1T AF—R¥FAE T ETE, 1874 7T,
RIFEERBEEVERTIE—HTE, 204 T.

13 | A e, EK17575 6, TH E£#.

W, FREN (BESFEKLD

1. FEfE (BFlLBREAUMNEERELBIRRMA) 2018F L H RFAMHLFHF LRI
(X)) 455 M &/IRZIHE

2, PR (T ZBRRUBAEAES. cerevisae P WM R A B £ R H) 20184 L A ¥
AMILEAFAEF LN R B HFEF: PEH/ RIEHE

PL_ ¥R FA [ AR L : 2018410




